
















Table S1, related to the STAR Methods. Primers used for analyzing transcripts levels 
of enzymes involved in nutrient metabolism of activated CD8+ T cells in vitro and in vivo.	

Metabolic 
pathways 

	

Gene name 
(Forward-F and 

Reverse-R) 
Primer sequences 

	

Glucose 
metabolism 

mGLUT1-F 
TGTGGGAGGAGCAGTGCTCG 

mGLUT1-R 
TGGGCTCTCCGTAGCGGTG 

mHK2-F 
TGATCGCCTGCTTATTCACGG 

mHK2-R 
ACCGCCTAGAAATCTCCAGAAGG 

mPGK1-F ATGTCGCTTTCCAACAAGCTG 

mPGK1-R TGGCTCCATTGTCCAAGCAG 

mIDH3a-F TGGGTGTCCAAGGTCTCTCG 

mIDH3a-R TCTGGGCCAATTCCATCTCC 

mMDH2-F TTGGGCAACCCCTTTCACTC 

mMDH2-R	 TGTGACTCAGATCTGCTGCCAC 

Lipid metabolism 
regulation, FAs 

uptake, TG 
synthesis and 

lipolysis and FA 
synthesis 

mPPARα-F 
AGCCCCATCTGTCCTCTCTCC 

mPPARα-R 
TCCAGAGCTCTCCTCACCGATG 

mSLC27A4-F 
TGAGTTTGTGGGTCTGTGGCTAGG 

mSLC27A4-R AAGACAGTGGCGCAGGGCATC 



mSLC27A2-F TGCTGCTGCTGCCTCTGCTG 

mSLC27A2-R AGGATGGTACGCACGGGTCG 

mDGAT1-F ACCTGGCCACAATCATCTGCTTC 

mDGAT1-R TTGGCCTTGACCCTTCGCTG 

mDGAT2-F AGCATCCTCTCAGCCCTCCAAG 

mDGAT2-R TAGCACCAGGAAGGATAGGACC 

mPNPLA2-F TTCCCGAGGGAGACCAAGTG 

mPNPLA2-R TGCCGAGGCTCCGTAGATG 

mLIPA-F TGCTTTCTCGGGTGCCCAC 

mLIPA-R	 TCCTCACCAGGATATCCCCAG 

Peroxisomal FAO 

mACAA1α-F TCCGCTAGGTTCCCGCAGG 

mACAA1α-R ACAGAAGCTCGTCGGGGGTG 

mEHHADH-F AAAGTTCGCAAAGGGCAAGG 

mEHHADH-R TCGCCCAGCTTCACAGAGC 

mACOX1-F TCCCGATCTGCGCAAGGAG 

mACOX1-R TGTTCTCCGGACTACCATCCAAG 

mHSD17B4-F TTGTGAACGACTTAGGAGGGGAC 



mHSD17B4-R AAATGTGTCCAGTGCCGTCTTC 

Mitochondrial 
FAO 

mACADVL-F ACCCTCTCCTCTGATGCTTCCAC 

mACADVL-R TGAGCACAGATGGGTATGGGAAC 

mACADM-F AAGCAGGAGCCCGGATTAGG 

mACADM-R TCCCCGCTTTTGTCATATTCC 

Ketone body 
metabolism 

mBDH1-F TCGCCATACTGCATCACCAAG 

mBDH1-R TGCCAGGTTCCACCACACTG 

ROS 
production/detox-

ification and 
Electron 

transport chain 
(ETC) 

mNOX1-F AGAAATTCTTGGGACTGCCTTGG 

mNOX1-R TGCCCCTCAAGAAGGACAGC 

mSOD1-F 
ACAGGATTAACTGAAGGCCAGC 

mSOD1-R 
TTGCCCAGGTCTCCAACATG 

mCAT-F TGACATGGTCTGGGACTTCTGG 

mCAT-R AGCCATTCATGTGCCGGTG 

mCOX5B-F ACCCGCTCCATGGCTTCTG 

mCOX5B-R AGTCCCTTCTGTGCTGCTATCATG 
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